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<210> 1 

<211> 2979 

<212> DNA 

<213> Homo sapiens 

<400> 1 



atgcggagca 


ggagcaattc 


cggggtccgc 


ttggacgggt 


acgcgcggct 


ggtgcagcaa 


60 


accatcctgt 


gttaccagaa 


tcccgtcacg 


gggctgctgt 


cagccagcca 


tgagcagaag 


120 


gatgcctggg 


tgcgggataa 


catctacagt 


atcctggccg 


tgtggggcct 


gggcatggcc 


180 


taccgtaaga 


atgcagaccg 


cgatgaggac 


aaggccaagg 


cctacgagct 


ggagcagaac 


240 


gtggtgaagc 


tgatgcgagg 


tcttctccag 


tgcatgatga 


gacaggtggc 


caaagtggag 


300 


aagttcaaac 


acactcagag 


caccaaggac 


agcctgcacg 


ccaagtacaa 


caccgccacc 


360 


tgtggcacgg 


tggtgggcga 


cgaccagtgg 


ggccacctcc 


aggtggatgc 


cacctctctc 


420 


ttcctcctgt 


tcctggccca 


gatgaccgcc 


tcaggcttac 


gtatcatttt 


cactctcgat 


480 


gaggtggcct 


tcatacagaa 


tcttgtcttt 


tacatagaag 


ctgcatataa 


agtcgctgat 


540 


tatggaatgt 


gggagcgtgg 


agataagact 


aatcagggca 


tcccggaatt 


gaatgcaagc 


600 


tccgtaggaa 


tggccaaggc 


agctcttgag 


gcaattgatg 


aactggacct 


ttttggagcc 


660 


catggaggac 


gcaagtcagt 


gattcatgtt 


ctgccagatg 


aggtcgagca 


ctgccagtct 


720 


attctgttct 


ccatgctgcc 


aagagcgtcg 


acatctaaag 


aaattgatgc 


tggacttctt 


780 
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tccattattt ccttcccggc ctttgcagtg gaagatgtaa accttgtaaa tgtgaccaaa 840 

aatgaaatta tttctaagct ccaggggcgt tatggatgct gtcgcttcct tcgagatggt 900 

tataaaactc caagagagga ccctaatcga ctgcattatg accctgctga actcaagctc 960 

ttcgaaaaca ttgaatgtga gtggcctgtg ttttggacat attttataat agatggagtc 1020 

ttcagtggtg atgctgttca ggtccaagaa taccgagagg ccctggaggg aatactcatc 1080 

agaggcaaga atgggatccg cctggtgcct gaactctacg ctgtcccgcc taacaaggta 1140 

gatgaagagt acaagaatcc tcacacagta gaccgagttc ctatggggaa ggtgcctcat 1200 

ctgtggggcc aatccttgta catcctcagc tcgctgttgg cagagggatt ccttgccgct 1260 

ggtgaaatcg atcccttaaa tagaagattt tccacttcag tcaaacctga tgttgtagta 1320 

caagttactg ttttggcaga aaacaatcac attaaggact tattgaggaa acacggggtg 1380 

aacgtccaga gtatcgcgga cattcatcca attcaagtcc agccgggccg gattcttagt 1440 

cacatatatg ccaagcttgg acggaataag aatatgaatt tgagtgggcg accgtatcga 1500 

catattggtg tccttggaac ctctaaacta tatgtgatta ggaaccaaat ctttactttt 1560 

acaccccagt tcaccgacca gcatcacttc tacctggccc tcgacaatga gatgatcgtg 1620 

gagatgctaa ggatcgagct ggcctacctg tgcacctgct ggaggatgac gggcagaccc 1680 

acactcacct tccccatcag tcgcaccatg ctcacaaatg atggctcaga cattcattct 1740 

gctgtgctct ccacaattag aaaactagag gatggatatt ttggaggagc cagagtaaaa 1800 

ttagggaacc tttcggaatt tctcaccaca tcgttctaca catatctgac ttttctggat 1860 

ccagactgtg atgagaagtt gtttgacaat gccagcgaag ggactttcag tcctgatagt 1920 

gattcagatt tggtaggata tctggaagac acctgtaatc aagaaagcca agacgaactt 1980 

gaccattata tcaaccacct tctgcaaagc acatcgttga ggtcctatct gcctcctctt 2040 

tgtaagaaca cagaagaccg ccatgtcttc agtgctatcc actccacgcg ggacatactt 2100 

tctgtgatgg caaaagcaaa gggtttggaa gttccatttg ttcccatgac tttgccgact 2160 

aaagttctaa gtgcccaccg taaatcactg aatcttgttg attctcctca gccactccta 2220 

gaaaaggttc ctgaaagtga ctttcagtgg cccagagatg accatggtga cgtggactgt 2280 

gagaagctgg ttgagcagct aaaagattgt tcgaacctac aggaccaagc agacattctg 2340 

tacattcttt atgtcataaa gggtcccagc tgggacacaa atctctctgg acagcacggg 2400 

gtcaccgttc aaaaccttct tggtgagctc tatgggaaag ccggcttgaa ccaggagtgg 2460 

ggtctgattc gctacatctc aggccttctc aggaagaaag tggaggtcct ggctgaggcc 2520 
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tgcacagacc 


tgctttcgca 


ccagaagcag 


ctcaccgtgg 


gcctgccgcc 


cgagccccgg 


2580 


gagaagatca 


tctctgcgcc 


ccttccccca 


gaggagctca 


caaaactcat 


ctacgaggcc 


2640 


agtgggcagg 


acatcagcat 


tgccgtcctc 


acgcaggaga 


ttgtggttta 


cctggccatg 


2700 


tatgtcaggg 


cgcagcccag 


cctctttgtg 


gagatgctga 


gactccggat 


tggactgatc 


2760 


attcaggtga 


tggccacgga 


gctggcacgg 


agcctgaact 


gctcaggaga 


agaggcttct 


2820 


gaaagtttga 


tgaacctcag 


ccctttcgat 


atgaaaaatc 


tcctgcacca 


tattctaagt 


2880 


gggaaagagt 


ttggcgttga 


aagaagtgag 


gtccagcacc 


ccatcctcgc 


ccactggcac 


2940 


gtcatcctca 


gactcgggag 


gacatcacat 


cggctgggg 






2979 



<210> 2 

<211> 993 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Arg Ser Arg Ser Asn Ser Gly Val Arg Leu Asp Gly Tyr Ala Arg 
15 10 15 



Leu Val Gin Gin Thr lie Leu Cys Tyr Gin Asn Pro Val Thr Gly Leu 
20 25 30 



Leu Ser Ala Ser His Glu Gin Lys Asp Ala Trp Val Arg Asp Asn lie 
35 40 45 



Tyr Ser lie Leu Ala Val Trp Gly Leu Gly Met Ala Tyr Arg Lys Asn 
50 55 60 



Ala Asp Arg Asp Glu Asp Lys Ala Lys Ala Tyr Glu Leu Glu Gin Asn 
65 70 75 80 



Val Val Lys Leu Met Arg Gly Leu Leu Gin Cys Met Met Arg Gin Val 
85 90 95 



Ala Lys Val Glu Lys Phe Lys His Thr Gin Ser Thr Lys Asp Ser Leu 
100 105 110 



His Ala Lys Tyr Asn Thr Ala Thr Cys Gly Thr Val Val Gly Asp Asp 
115 120 125 
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Gin Trp Gly His Leu Gin Val Asp Ala Thr Ser Leu Phe Leu Leu Phe 
130 135 140 



Leu Ala Gin Met Thr Ala Ser Gly Leu Arg lie lie Phe Thr Leu Asp 
145 150 155 160 



Glu Val Ala Phe lie Gin Asn Leu Val Phe Tyr He Glu Ala Ala Tyr 
165 170 175 



Lys Val Ala Asp Tyr Gly Met Trp Glu Arg Gly Asp Lys Thr Asn Gin 
180 185 190 



Gly He Pro Glu Leu Asn Ala Ser Ser Val Gly Met Ala Lys Ala Ala 
195 200 205 



Leu Glu Ala He Asp Glu Leu Asp Leu Phe Gly Ala His Gly Gly Arg 
210 215 220 



Lys Ser Val He His Val Leu Pro Asp Glu Val Glu His Cys Gin Ser 
225 230 235 240 



He Leu Phe Ser Met Leu Pro Arg Ala Ser Thr Ser Lys Glu He Asp 
245 250 255 



Ala Gly Leu Leu Ser He He Ser Phe Pro Ala Phe Ala Val Glu Asp 
260 265 270 



Val Asn Leu Val Asn Val Thr Lys Asn Glu He He Ser Lys Leu Gin 
275 280 285 



Gly Arg Tyr Gly Cys Cys Arg Phe Leu Arg Asp Gly Tyr Lys Thr Pro 
290 295 300 



Arg Glu Asp Pro Asn Arg Leu His Tyr Asp Pro Ala Glu Leu Lys Leu 
305 310 315 320 



Phe Glu Asn He Glu Cys Glu Trp Pro Val Phe Trp Thr Tyr Phe He 
325 330 335 



He Asp Gly Val Phe Ser Gly Asp Ala Val Gin Val Gin Glu Tyr Arg 
340 345 350 



Glu Ala Leu Glu Gly lie Leu lie Arg Gly Lys Asn Gly lie Arg Leu 
355 360 365 



Val Pro Glu Leu Tyr Ala Val Pro Pro Asn Lys Val Asp Glu Glu Tyr 
370 375 380 



Lys Asn Pro His Thr Val Asp Arg Val Pro Met Gly Lys Val Pro His 
385 390 395 400 



Leu Trp Gly Gin Ser Leu Tyr lie Leu Ser Ser Leu Leu Ala Glu Gly 
405 410 415 



Phe Leu Ala Ala Gly Glu lie Asp Pro Leu Asn Arg Arg Phe Ser Thr 
420 425 430 



Ser Val Lys Pro Asp Val Val Val Gin Val Thr Val Leu Ala Glu Asn 
435 440 445 



Asn His lie Lys Asp Leu Leu Arg Lys His Gly Val Asn Val Gin Ser 
450 455 460 



lie Ala Asp lie His Pro lie Gin Val Gin Pro Gly Arg lie Leu Ser 
465 470 475 480 



His lie Tyr Ala Lys Leu Gly Arg Asn Lys Asn Met Asn Leu Ser Gly 
485 490 495 



Arg Pro Tyr Arg His lie Gly Val Leu Gly Thr Ser Lys Leu Tyr Val 
500 505 510 



lie Arg Asn Gin lie Phe Thr Phe Thr Pro Gin Phe Thr Asp Gin His 
515 520 525 



His Phe Tyr Leu Ala Leu Asp Asn Glu Met lie Val Glu Met Leu Arg 
530 535 540 



lie Glu Leu Ala Tyr Leu Cys Thr Cys Trp Arg Met Thr Gly Arg Pro 
545 550 555 560 



Thr Leu Thr Phe Pro lie Ser Arg Thr Met Leu Thr Asn Asp Gly Ser 
565 570 575 



Asp He His Ser Ala Val Leu Ser Thr He Arg Lys Leu Glu Asp Gly 
580 585 590 



Tyr Phe Gly Gly Ala Arg Val Lys Leu Gly Asn Leu Ser Glu Phe Leu 
595 600 605 



Thr Thr Ser Phe Tyr Thr Tyr Leu Thr Phe Leu Asp Pro Asp Cys Asp 
610 615 620 



Glu Lys Leu Phe Asp Asn Ala Ser Glu Gly Thr Phe Ser Pro Asp Ser 
625 630 635 640 



Asp Ser Asp Leu Val Gly Tyr Leu Glu Asp Thr Cys Asn Gin Glu Ser 
645 650 655 



Gin Asp Glu Leu Asp His Tyr He Asn His Leu Leu Gin Ser Thr Ser 
660 665 670 



Leu Arg Ser Tyr Leu Pro Pro Leu Cys Lys Asn Thr Glu Asp Arg His 
675 680 685 



Val Phe Ser Ala He His Ser Thr Arg Asp He Leu Ser Val Met Ala 
690 695 700 



Lys Ala Lys Gly Leu Glu Val Pro Phe Val Pro Met Thr Leu Pro Thr 
705 710 715 720 



Lys Val Leu Ser Ala His Arg Lys Ser Leu Asn Leu Val Asp Ser Pro 
725 730 735 



Gin Pro Leu Leu Glu Lys Val Pro Glu Ser Asp Phe Gin Trp Pro Arg 
740 745 750 



Asp Asp His Gly Asp Val Asp Cys Glu Lys Leu Val Glu Gin Leu Lys 
755 760 765 



Asp Cys Ser Asn Leu Gin Asp Gin Ala Asp He Leu Tyr He Leu Tyr 
770 775 780 



Val He Lys Gly Pro Ser Trp Asp Thr Asn Leu Ser Gly Gin His Gly 
785 790 795 800 



Val Thr Val Gin Asn Leu Leu Gly Glu Leu Tyr Gly Lys Ala Gly Leu 
805 810 815 



Asn Gin Glu Trp Gly Leu lie Arg Tyr lie Ser Gly Leu Leu Arg Lys 
820 825 830 



Lys Val Glu Val Leu Ala Glu Ala Cys Thr Asp Leu Leu Ser His Gin 
835 840 845 



Lys Gin Leu Thr Val Gly Leu Pro Pro Glu Pro Arg Glu Lys lie lie 
850 855 860 



Ser Ala Pro Leu Pro Pro Glu Glu Leu Thr Lys Leu lie Tyr Glu Ala 
865 870 875 880 



Ser Gly Gin Asp He Ser He Ala Val Leu Thr Gin Glu He Val Val 
885 890 895 



Tyr Leu Ala Met Tyr Val Arg Ala Gin Pro Ser Leu Phe Val Glu Met 
900 905 910 



Leu Arg Leu Arg He Gly Leu He He Gin Val Met Ala Thr Glu Leu 
915 920 925 



Ala Arg Ser Leu Asn Cys Ser Gly Glu Glu Ala Ser Glu Ser Leu Met 
930 935 940 



Asn Leu Ser Pro Phe Asp Met Lys Asn Leu Leu His His He Leu Ser 
945 950 955 960 



Gly Lys Glu Phe Gly Val Glu Arg Ser Glu Val Gin His Pro He Leu 
965 970 975 



Ala His Trp His Val He Leu Arg Leu Gly Arg Thr Ser His Arg Leu 
980 985 990 



Gly 



<210> 3 

<211> 1620 

<212> DNA 

<213> Homo sapiens 



<400> 3 

atgcggagca ggagcaattc cggggtccgc ttggacgggt acgcgcggct ggtgcagcaa 60 

accatcctgt gttaccagaa tcccgtcacg gggctgctgt cagccagcca tgagcagaag 120 

gatgcctggg tgcgggataa catctacagt atcctggccg tgtggggcct gggcatggcc 180 

taccgtaaga atgcagaccg cgatgaggac aaggccaagg cctacgagct ggagcagaac 240 

gtggtgaagc tgatgcgagg tcttctccag tgcatgatga gacaggtggc caaagtggag 300 

aagttcaaac acactcagag caccaaggac agcctgcacg ccaagtacaa caccgccacc 360 

tgtggcacgg tggtgggcga cgaccagtgg ggccacctcc aggtggatgc cacctctctc 420 

ttcctcctgt tcctggccca gatgaccgcc tcaggcttac gtatcatttt cactctcgat 480 

gaggtggcct tcatacagaa tcttgtcttt tacatagaag ctgcatataa agtcgctgat 540 

tatggaatgt gggagcgtgg agataagact aatcagggca tcccggaatt gaatgcaagc 600 

tccgtaggaa tggccaaggc agctcttgag gcaattgatg aactggacct ttttggagcc 660 

catggaggac gcaagtcagt gattcatgtt ctgccagatg aggtcgagca ctgccagtct 720 

attctgttct ccatgctgcc aagagcgtcg acatctaaag aaattgatgc tggacttctt 780 

tccattattt ccttcccggc ctttgcagtg gaagatgtaa accttgtaaa tgtgaccaaa 840 

aatgaaatta tttctaagct ccaggggcgt tatggatgct gtcgcttcct tcgagatggt 900 

tataaaactc caagagagga ccctaatcga ctgcattatg accctgctga actcaagctc 960 

ttcgaaaaca ttgaatgtga gtggcctgtg ttttggacat attttataat agatggagtc 1020 

ttcagtggtg atgctgttca ggtccaagaa taccgagagg ccctggaggg aatactcatc 1080 

agaggcaaga atgggatccg cctggtgcct gaactctacg ctgtcccgcc taacaaggta 1140 

gatgaagagt acaagaatcc tcacacagta gaccgagttc ctatggggaa ggtgcctcat 1200 

ctgtggggcc aatccttgta catcctcagc tcgctgttgg cagagggatt ccttgccgct 1260 

ggtgaaatcg atcccttaaa tagaagattt tccacttcag tcaaacctga tgttgtagta 1320 

caagttactg ttttggcaga aaacaatcac attaaggact tattgaggaa acacggggtg 1380 

aacgtccaga gtatcgcgga cattcatcca attcaagtcc agccgggccg gattcttagt 1440 

cacatatatg ccaagcttgg acggaataag aatatgaatt tgagtgggcg accgtatcga 1500 

catattggtg tccttggaac ctctaaacta tatgtgatta ggaaccaaat ctttactttt 1560 

acaccccagc aaatgatggc tcagacattc attctgctgt gctctccaca attagaaaac 1620 

<210> 4 



-8- 



<211> 540 
<212> PRT 
<213> Homo sapiens 

<400> 4 

Met Arg Ser Arg Ser Asn Ser Gly Val Arg Leu Asp Gly Tyr Ala Arg 
15 10 15 



Leu Val Gin Gin Thr lie Leu Cys Tyr Gin Asn Pro Val Thr Gly Leu 
20 25 30 



Leu Ser Ala Ser His Glu Gin Lys Asp Ala Trp Val Arg Asp Asn lie 
35 40 45 



Tyr Ser lie Leu Ala Val Trp Gly Leu Gly Met Ala Tyr Arg Lys Asn 
50 55 60 



Ala Asp Arg Asp Glu Asp Lys Ala Lys Ala Tyr Glu Leu Glu Gin Asn 
65 70 75 80 



Val Val Lys Leu Met Arg Gly Leu Leu Gin Cys Met Met Arg Gin Val 
85 90 95 



Ala Lys Val Glu Lys Phe Lys His Thr Gin Ser Thr Lys Asp Ser Leu 
100 105 110 



His Ala Lys Tyr Asn Thr Ala Thr Cys Gly Thr Val Val Gly Asp Asp 
115 120 125 



Gin Trp Gly His Leu Gin Val Asp Ala Thr Ser Leu Phe Leu Leu Phe 
130 135 140 



Leu Ala Gin Met Thr Ala Ser Gly Leu Arg lie lie Phe Thr Leu Asp 
145 150 155 160 



Glu Val Ala Phe lie Gin Asn Leu Val Phe Tyr lie Glu Ala Ala Tyr 
165 170 175 



Lys Val Ala Asp Tyr Gly Met Trp Glu Arg Gly Asp Lys Thr Asn Gin 
180 185 190 



Gly lie Pro Glu Leu Asn Ala Ser Ser Val Gly Met Ala Lys Ala Ala 
195 200 205 



Leu Glu Ala lie Asp Glu Leu Asp Leu Phe Gly Ala His Gly Gly Arg 
210 215 220 



Lys Ser Val lie His Val Leu Pro Asp Glu Val Glu His Cys Gin Ser 
225 230 235 240 



lie Leu Phe Ser Met Leu Pro Arg Ala Ser Thr Ser Lys Glu lie Asp 
245 250 255 



Ala Gly Leu Leu Ser lie lie Ser Phe Pro Ala Phe Ala Val Glu Asp 
260 265 270 



Val Asn Leu Val Asn Val Thr Lys Asn Glu lie lie Ser Lys Leu Gin 
275 280 285 



Gly Arg Tyr Gly Cys Cys Arg Phe Leu Arg Asp Gly Tyr Lys Thr Pro 
290 295 300 



Arg Glu Asp Pro Asn Arg Leu His Tyr Asp Pro Ala Glu Leu Lys Leu 
305 310 315 320 



Phe Glu Asn lie Glu Cys Glu Trp Pro Val Phe Trp Thr Tyr Phe lie 
325 330 335 



lie Asp Gly Val Phe Ser Gly Asp Ala Val Gin Val Gin Glu Tyr Arg 
340 345 350 



Glu Ala Leu Glu Gly lie Leu lie Arg Gly Lys Asn Gly lie Arg Leu 
355 360 365 



Val Pro Glu Leu Tyr Ala Val Pro Pro Asn Lys Val Asp Glu Glu Tyr 
370 375 380 



Lys Asn Pro His Thr Val Asp Arg Val Pro Met Gly Lys Val Pro His 
385 390 395 400 



Leu Trp Gly Gin Ser Leu Tyr lie Leu Ser Ser Leu Leu Ala Glu Gly 
405 410 415 



Phe Leu Ala Ala Gly Glu lie Asp Pro Leu Asn Arg Arg Phe Ser Thr 
420 425 430 
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Ser Val Lys Pro Asp Val Val Val Gin Val Thr Val Leu Ala Glu Asn 
435 440 445 

Asn His lie Lys Asp Leu Leu Arg Lys His Gly Val Asn Val Gin Ser 
450 455 460 

lie Ala Asp lie His Pro lie Gin Val Gin Pro Gly Arg lie Leu Ser 
465 470 475 480 

His lie Tyr Ala Lys Leu Gly Arg Asn Lys Asn Met Asn Leu Ser Gly 
485 490 495 

Arg Pro Tyr Arg His lie Gly Val Leu Gly Thr Ser Lys Leu Tyr Val 
500 505 510 

lie Arg Asn Gin lie Phe Thr Phe Thr Pro Gin Gin Met Met Ala Gin 
515 520 525 

Thr Phe lie Leu Leu Cys Ser Pro Gin Leu Glu Asn 



<210> 5 

<211> 1779 

<212> DNA 

<213> Homo sapiens 

<400> 5 

atgcggagca ggagcaattc cggggtccgc ttggacgggt acgcgcggct ggtgcagcaa 60 

accatcctgt gttaccagaa tcccgtcacg gggctgctgt cagccagcca tgagcagaag 120 

gatgcctggg tgcgggataa catctacagt atcctggccg tgtggggcct gggcatggcc 180 

taccgtaaga atgcagaccg cgatgaggac aaggccaagg cctacgagct ggagcagaac 240 

gtggtgaagc tgatgcgagg tcttctccag tgcatgatga gacaggtggc caaagtggag 300 

aagttcaaac acactcagag caccaaggac agcctgcacg ccaagtacaa caccgccacc 360 

tgtggcacgg tggtgggcga cgaccagtgg ggccacctcc aggtggatgc cacctctctc 420 

ttcctcctgt tcctggccca gatgaccgcc tcaggcttac gtatcatttt cactctcgat 480 

gaggtggcct tcatacagaa tcttgtcttt tacatagaag ctgcatataa agtcgctgat 540 

tatggaatgt gggagcgtgg agataagact aatcagggca tcccggaatt gaatgcaagc 600 

tccgtaggaa tggccaaggc agctcttgag gcaattgatg aactggacct ttttggagcc 660 

catggaggac gcaagtcagt gattcatgtt ctgccagatg aggtcgagca ctgccagtct 72 0 
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attctgttct 


ccatgctgcc 


aagagcgtcg 


acatctaaag 


aaattgatgc 


tggacttctt 


780 


tccattattt 


ccttcccggc 


ctttgcagtg 


gaagatgtaa 


accttgtaaa 


tgtgaccaaa 


840 


aatgaaatta 


tttctaagct 


ccaggggcgt 


tatggatgct 


gtcgcttcct 


tcgagatggt 


900 


tataaaactc 


caagagagga 


ccctaatcga 


ctgcattatg 


accctgctga 


actcaagctc 


960 


ttcgaaaaca 


ttgaatgtga 


gtggcctgtg 


ttttggacat 


attttataat 


agatggagtc 


1020 


ttcagtggtg 


atgctgttca 


ggtccaagaa 


taccgagagg 


ccctggaggg 


aatactcatc 


1080 


agaggcaaga 


atgggatccg 


cctggtgcct 


gaactctacg 


ctgtcccgcc 


taacaaggta 


1140 


gatgaagagt 


acaagaatcc 


tcacacagta 


gaccgagttc 


ctatggggaa 


ggtgcctcat 


1200 


ctgtggggcc 


aatccttgta 


catcctcagc 


tcgctgttgg 


cagagggatt 


ccttgccgct 


1260 


ggtgaaatcg 


atcccttaaa 


tagaagattt 


tccacttcag 


tcaaacctga 


tgttgtagta 


1320 


caagttactg 


ttttggcaga 


aaacaatcac 


attaaggact 


tattgaggaa 


acacggggtg 


1380 


aacgtccaga 


gtatcgcgga 


cattcatcca 


attcaagtcc 


agccgggccg 


gattcttagt 


1440 


cacatatatg 


ccaagcttgg 


acggaataag 


aatatgaatt 


tgagtgggcg 


accgtatcga 


1500 


catattggtg 


tccttggaac 


ctctaaacta 


tatgtgatta 


ggaaccaaat 


ctttactttt 


1560 


acaccccagt 


tcaccgacca 


gcatcacttc 


tacctggccc 


tcgacaatga 


gatgatcgtg 


1620 


gagatgctaa 


ggatcgagct 


ggcctacctg 


tgcacctgct 


ggaggatgac 


gggcagaccc 


1680 


acactcacct 


tccccatcag 


tcgcaccatg 


ctcagtaact 


ccagggattt 


cagcaggctc 


1740 


cctcctgccc 


caggggtggt 


ttgggctctt 


acaaatgtt 






1779 



<210> 6 

<211> 593 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Arg Ser Arg Ser Asn Ser Gly Val Arg Leu Asp Gly Tyr Ala Arg 
15 10 15 

Leu Val Gin Gin Thr He Leu Cys Tyr Gin Asn Pro Val Thr Gly Leu 
20 25 30 

Leu Ser Ala Ser His Glu Gin Lys Asp Ala Trp Val Arg Asp Asn He 
35 40 45 
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I 



Tyr Ser lie Leu Ala Val Trp Gly Leu Gly Met Ala Tyr Arg Lys Asn 
50 55 60 



Ala Asp Arg Asp Glu Asp Lys Ala Lys Ala Tyr Glu Leu Glu Gin Asn 
65 70 75 80 



Val Val Lys Leu Met Arg Gly Leu Leu Gin Cys Met Met Arg Gin Val 
85 90 95 



Ala Lys Val Glu Lys Phe Lys His Thr Gin Ser Thr Lys Asp Ser Leu 
100 105 110 



His Ala Lys Tyr Asn Thr Ala Thr Cys Gly Thr Val Val Gly Asp Asp 
115 120 125 



Gin Trp Gly His Leu Gin Val Asp Ala Thr Ser Leu Phe Leu Leu Phe 
130 135 140 



Leu Ala Gin Met Thr Ala Ser Gly Leu Arg lie lie Phe Thr Leu Asp 
145 150 155 160 



Glu Val Ala Phe lie Gin Asn Leu Val Phe Tyr lie Glu Ala Ala Tyr 
165 170 175 



Lys Val Ala Asp Tyr Gly Met Trp Glu Arg Gly Asp Lys Thr Asn Gin 
180 185 190 



Gly lie Pro Glu Leu Asn Ala Ser Ser Val Gly Met Ala Lys Ala Ala 
195 200 205 



Leu Glu Ala lie Asp Glu Leu Asp Leu Phe Gly Ala His Gly Gly Arg 
210 215 220 



Lys Ser Val lie His Val Leu Pro Asp Glu Val Glu His Cys Gin Ser 
225 230 235 240 



lie Leu Phe Ser Met Leu Pro Arg Ala Ser Thr Ser Lys Glu lie Asp 
245 250 255 



Ala Gly Leu Leu Ser lie lie Ser Phe Pro Ala Phe Ala Val Glu Asp 
260 265 270 
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Val Asn Leu Val Asn Val Thr Lys Asn Glu lie lie Ser Lys Leu Gin 
275 280 285 



Gly Arg Tyr Gly Cys Cys Arg Phe Leu Arg Asp Gly Tyr Lys Thr Pro 
290 295 300 



Arg Glu Asp Pro Asn Arg Leu His Tyr Asp Pro Ala Glu Leu Lys Leu 
305 310 315 320 



Phe Glu Asn lie Glu Cys Glu Trp Pro Val Phe Trp Thr Tyr Phe lie 
325 330 335 



lie Asp Gly Val Phe Ser Gly Asp Ala Val Gin Val Gin Glu Tyr Arg 
340 345 350 



Glu Ala Leu Glu Gly lie Leu lie Arg Gly Lys Asn Gly lie Arg Leu 
355 360 365 



Val Pro Glu Leu Tyr Ala Val Pro Pro Asn Lys Val Asp Glu Glu Tyr 
370 375 380 



Lys Asn Pro His Thr Val Asp Arg Val Pro Met Gly Lys Val Pro His 
385 390 395 400 



Leu Trp Gly Gin Ser Leu Tyr lie Leu Ser Ser Leu Leu Ala Glu Gly 
405 410 415 



Phe Leu Ala Ala Gly Glu lie Asp Pro Leu Asn Arg Arg Phe Ser Thr 
420 425 430 



Ser Val Lys Pro Asp Val Val Val Gin Val Thr Val Leu Ala Glu Asn 
435 440 445 



Asn His lie Lys Asp Leu Leu Arg Lys His Gly Val Asn Val Gin Ser 
450 455 460 



lie Ala Asp lie His Pro lie Gin Val Gin Pro Gly Arg lie Leu Ser 
465 470 475 480 



His lie Tyr Ala Lys Leu Gly Arg Asn Lys Asn Met Asn Leu Ser Gly 
485 490 495 
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Arg Pro Tyr Arg His lie Gly Val Leu Gly Thr Ser Lys Leu Tyr Val 
500 505 510 



He Arg Asn Gin He Phe Thr Phe Thr Pro Gin Phe Thr Asp Gin His 
515 520 525 

His Phe Tyr Leu Ala Leu Asp Asn Glu Met He Val Glu Met Leu Arg 
530 535 540 

He Glu Leu Ala Tyr Leu Cys Thr Cys Trp Arg Met Thr Gly Arg Pro 
545 550 555 560 

Thr Leu Thr Phe Pro He Ser Arg Thr Met Leu Ser Asn Ser Arg Asp 
565 570 575 

Phe Ser Arg Leu Pro Pro Ala Pro Gly Val Val Trp Ala Leu Thr Asn 
580 585 590 

Val 



<210> 7 

<211> 2073 

<212> DNA 

<213> Homo sapiens 

<400> 7 

atggtgttga tgaaaatgtt tcagtgcata acggaaaaaa agtctgccca gactaaacta 60 

attcatcact ttttttcctt agcaaatgat ggctcagaca ttcattctgc tgtgctctcc 120 

acaattagaa aactagagga tggatatttt ggaggagcca gagtaaaatt agggaacctt 180 

tcggaatttc tcaccacatc gttctacaca tatctgactt ttctggatcc agactgtgat 240 

gagaagttgt ttgacaatgc cagcgaaggg actttcagtc ctgatagtga ttcagatttg 300 

gtaggatatc tggaagacac ctgtaatcaa gaaagccaag acgaacttga ccattatatc 360 

aaccaccttc tgcaaagcac atcgttgagg tcctatctgc ctcctctttg taagaacaca 420 

gaagaccgcc atgtcttcag tgctatccac tccacgcggg acatactttc tgtgatggca 480 

aaagcaaagg gtttggaagt tccatttgtt cccatgactt tgccgactaa agttctaagt 540 

gcccaccgta aatcactgaa tcttgttgat tctcctcagc cactcctaga aaaggttcct 600 

gaaagtgact ttcagtggcc cagagatgac catggtgacg tggactgtga gaagctggtt 660 

gagcagctaa aagattgttc gaacctacag gaccaagcag acattctgta cattctttat 720 
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gtcataaagg 


gtcccagctg 


ggacacaaat 


ctctctggac 


agcacggggt 


caccgttcaa 


*7 O f\ 

780 


aaccttcttg 


gtgagctcta 


tgggaaagcc 


ggcttgaacc 


aggagtgggg 


tctgattcgc 


840 


tacatctcag 


gccttctcag 


gaagaaagtg 


gaggtcctgg 


ctgaggcctg 


cacagacctg 


900 


ctttcgcacc 


agaagcagct 


caccgtgggc 


ctgccgcccg 


agccccggga 


gaagatcatc 


960 


tctgcgcccc 


ttcccccaga 


ggagctcaca 


aaactcatct 


acgaggccag 


tgggcaggac 


1020 


atcagcattg 


ccgtcctcac 


gcaggagatt 


gtggtttacc 


tggccatgta 


tgtcagggcg 


1080 


cagcccagcc 


tctttgtgga 


gatgctgaga 


ctccggattg 


gactgatcat 


tcaggtgatg 


1140 


gccacggagc 


tggcacggag 


cctgaactgc 


tcaggagaag 


aggcttctga 


aagtttgatg 


1200 


aacctcagcc 


ctttcgatat 


gaaaaatctc 


ctgcaccata 


ttctaagtgg 


gaaagagttt 


1260 


ggcgttgaaa 


gaagtgtgcg 


ccctatccac 


tcctccacat 


ccagccctac 


catctccatc 


1320 


cacgaggtgg 


gccataccgg 


agtcaccaaa 


actgagagga 


gtggcattaa 


cagactgagg 


1380 


agtgaaatga 


aacagatgac 


taggcggttt 


agtgctgatg 


aacagttctt 


ttctgtgggc 


1440 


caggccgcgt 


ccagcagtgc 


gcattcctcc 


aagtctgcga 


ggtccagcac 


cccatcctcg 


1500 


cccactggca 


cgtcatcctc 


agactcggga 


ggacatcaca 


tcggctgggg 


tgagcggcag 


1560 


ggccagtggc 


tgcgcaggag 


aaggctggat 


ggggccatca 


acagggtccc 


cgtgggattc 


1620 


taccagaggg 


tgtggaagat 


cctccagaag 


tgccacggtc 


tctccatcga 


tggttatgtc 


1680 


ctcccatcct 


cgacgacccg 


agagatgacc 


ccgcatgaga 


tcaagtttgc 


tgtccatgtc 


1740 


gaatcggtgc 


tgaaccgcgt 


gccgcagccc 


gagtaccggc 


agctgctggt 


ggaagccatc 


1800 


atggtgctga 


cgctgctctc 


ggacacggag 


atgaccagca 


tcgggggcat 


catccacgtg 


1860 


gaccagatcg 


tgcagatggc 


cagtcagctg 


ttcttgcagg 


accaggtgtc 


aattggtgcc 


1920 


atggacaccc 


tggagaaaga 


ccaagccaca 


ggaatctgcc 


acttctttta 


tgacagcgct 


1980 


ccgagtgggg 


cttatgggac 


gatgacctac 


ctaacaagag 


cagtggcttc 


ttatttgcag 


2040 


gaattgttgc 


ccaattcggg 


ctgccagatg 


caa 






2073 



<210> 8 

<211> 691 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Val Leu Met Lys Met Phe Gin Cys lie Thr Glu Lys Lys Ser Ala 
15 10 15 
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Gin Thr Lys Leu lie His His Phe Phe Ser Leu Ala Asn Asp Gly Ser 
20 25 30 



Asp lie His Ser Ala Val Leu Ser Thr lie Arg Lys Leu Glu Asp Gly 
35 40 45 



Tyr Phe Gly Gly Ala Arg Val Lys Leu Gly Asn Leu Ser Glu Phe Leu 
50 55 60 



Thr Thr Ser Phe Tyr Thr Tyr Leu Thr Phe Leu Asp Pro Asp Cys Asp 
65 70 75 80 



Glu Lys Leu Phe Asp Asn Ala Ser Glu Gly Thr Phe Ser Pro Asp Ser 
85 90 95 



Asp Ser Asp Leu Val Gly Tyr Leu Glu Asp Thr Cys Asn Gin Glu Ser 
100 105 110 



Gin Asp Glu Leu Asp His Tyr lie Asn His Leu Leu Gin Ser Thr Ser 
115 120 125 



Leu Arg Ser Tyr Leu Pro Pro Leu Cys Lys Asn Thr Glu Asp Arg His 
130 135 140 



Val Phe Ser Ala lie His Ser Thr Arg Asp lie Leu Ser Val Met Ala 
145 150 155 160 



Lys Ala Lys Gly Leu Glu Val Pro Phe Val Pro Met Thr Leu Pro Thr 
165 170 175 



Lys Val Leu Ser Ala His Arg Lys Ser Leu Asn Leu Val Asp Ser Pro 
180 185 190 



Gin Pro Leu Leu Glu Lys Val Pro Glu Ser Asp Phe Gin Trp Pro Arg 
195 200 205 



Asp Asp His Gly Asp Val Asp Cys Glu Lys Leu Val Glu Gin Leu Lys 
210 215 220 



Asp Cys Ser Asn Leu Gin Asp Gin Ala Asp lie Leu Tyr lie Leu Tyr 
225 230 235 240 
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Val lie Lys Gly Pro Ser Trp Asp Thr Asn Leu Ser Gly Gin His Gly 
245 250 255 



Val Thr Val Gin Asn Leu Leu Gly Glu Leu Tyr Gly Lys Ala Gly Leu 
260 265 270 



Asn Gin Glu Trp Gly Leu lie Arg Tyr lie Ser Gly Leu Leu Arg Lys 
275 280 285 



Lys Val Glu Val Leu Ala Glu Ala Cys Thr Asp Leu Leu Ser His Gin 
290 295 300 



Lys Gin Leu Thr Val Gly Leu Pro Pro Glu Pro Arg Glu Lys lie lie 
305 310 315 320 



Ser Ala Pro Leu Pro Pro Glu Glu Leu Thr Lys Leu lie Tyr Glu Ala 
325 330 335 



Ser Gly Gin Asp lie Ser He Ala Val Leu Thr Gin Glu He Val Val 
340 345 350 



Tyr Leu Ala Met Tyr Val Arg Ala Gin Pro Ser Leu Phe Val Glu Met 
355 360 365 



Leu Arg Leu Arg He Gly Leu He He Gin Val Met Ala Thr Glu Leu 
370 375 380 



Ala Arg Ser Leu Asn Cys Ser Gly Glu Glu Ala Ser Glu Ser Leu Met 
385 390 395 400 



Asn Leu Ser Pro Phe Asp Met Lys Asn Leu Leu His His He Leu Ser 
405 410 415 



Gly Lys Glu Phe Gly Val Glu Arg Ser Val Arg Pro He His Ser Ser 
420 425 430 



Thr Ser Ser Pro Thr He Ser He His Glu Val Gly His Thr Gly Val 
435 440 445 



Thr Lys Thr Glu Arg Ser Gly He Asn Arg Leu Arg Ser Glu Met Lys 
450 455 460 
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Gin Met Thr Arg Arg Phe Ser Ala Asp Glu Gin Phe Phe Ser Val Gly 
465 470 475 480 



Gin Ala Ala Ser Ser Ser Ala His Ser Ser Lys Ser Ala Arg Ser Ser 
485 490 495 



Thr Pro Ser Ser Pro Thr Gly Thr Ser Ser Ser Asp Ser Gly Gly His 
500 505 510 



His lie Gly Trp Gly Glu Arg Gin Gly Gin Trp Leu Arg Arg Arg Arg 
515 520 525 



Leu Asp Gly Ala lie Asn Arg Val Pro Val Gly Phe Tyr Gin Arg Val 
530 535 540 



Trp Lys lie Leu Gin Lys Cys His Gly Leu Ser lie Asp Gly Tyr Val 
545 550 555 560 



Leu Pro Ser Ser Thr Thr Arg Glu Met Thr Pro His Glu lie Lys Phe 
565 570 575 



Ala Val His Val Glu Ser Val Leu Asn Arg Val Pro Gin Pro Glu Tyr 
580 585 590 



Arg Gin Leu Leu Val Glu Ala lie Met Val Leu Thr Leu Leu Ser Asp 
595 600 605 



Thr Glu Met Thr Ser He Gly Gly He He His Val Asp Gin He Val 
610 615 620 



Gin Met Ala Ser Gin Leu Phe Leu Gin Asp Gin Val Ser He Gly Ala 
625 630 635 640 



Met Asp Thr Leu Glu Lys Asp Gin Ala Thr Gly He Cys His Phe Phe 
645 650 655 



Tyr Asp Ser Ala Pro Ser Gly Ala Tyr Gly Thr Met Thr Tyr Leu Thr 
660 665 670 



Arg Ala Val Ala Ser Tyr Leu Gin Glu Leu Leu Pro Asn Ser Gly Cys 
675 680 685 
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Gin Met Gin 
690 

<210> 9 

<211> 3606 

<212> DNA 

<213> Homo sapiens 

<400> 9 

atgcggagca ggagcaattc cggggtccgc ttggacgggt acgcgcggct ggtgcagcaa 60 

accatcctgt gttaccagaa tcccgtcacg gggctgctgt cagccagcca tgagcagaag 120 

gatgcctggg tgcgggataa catctacagt atcctggccg tgtggggcct gggcatggcc 180 

taccgtaaga atgcagaccg cgatgaggac aaggccaagg cctacgagct ggagcagaac 240 

gtggtgaagc tgatgcgagg tcttctccag tgcatgatga gacaggtggc caaagtggag 300 

aagttcaaac acactcagag caccaaggac agcctgcacg ccaagtacaa caccgccacc 360 

tgtggcacgg tggtgggcga cgaccagtgg ggccacctcc aggtggatgc cacctctctc 420 

ttcctcctgt tcctggccca gatgaccgcc tcaggcttac gtatcatttt cactctcgat 480 

gaggtggcct tcatacagaa tcttgtcttt tacatagaag ctgcatataa agtcgctgat 540 

tatggaatgt gggagcgtgg agataagact aatcagggca tcccggaatt gaatgcaagc 600 

tccgtaggaa tggccaagtc tattctgttc tccatgctgc caagagcgtc gacatctaaa 660 

gaaattgatg ctggacttct ttccattatt tccttcccgg cctttgcagt ggaagatgta 720 

aaccttgtaa atgtgaccaa aaatgaaatt atttctaagc tccaggggcg ttatggatgc 780 

tgtcgcttcc ttcgagatgg ttataaaact ccaagagagg accctaatcg actgcattat 840 

gaccctgctg aactcaagct cttcgaaaac attgaatgtg agtggcctgt gttttggaca 900 

tattttataa tagatggagt cttcagtggt gatgctgttc aggtccaaga ataccgagag 960 

gccctggagg gaatactcat cagaggcaag aatgggatcc gcctggtgcc tgaactctac 1020 

gctgtcccgc ctaacaaggt agatgaagag tacaagaatc ctcacacagt agaccgagtt 1080 

cctatgggga aggtgcctca tctgtggggc caatccttgt acatcctcag ctcgctgttg 1140 

gcagagggat tccttgccgc tggtgaaatc gatcccttaa atagaagatt ttccacttca 1200 

gtcaaacctg atgttgtagt acaagttact gttttggcag aaaacaatca cattaaggac 1260 

ttattgagga aacacggggt gaacgtccag agtatcgcgg acattcatcc aattcaagtc 1320 

cagccgggcc ggattcttag tcacatatat gccaagcttg gacggaataa gaatatgaat 1380 

ttgagtgggc gaccgtatcg acatattggt gtccttggaa cctctaaact atatgtgatt 1440 
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« 

aggaaccaaa 


« 

tctttacttt 


tacaccccag 


ttcaccgacc 


agcatcactt 


ctacctggcc 


1500 


ctcgacaatg 


agatgatcgt 


ggagatgcta 


aggatcgagc 


tggcctacct 


gtgcacctgc 


1560 


tggaggatga 


cgggcagacc 


cacactcacc 


ttccccatca 


gtcgcaccat 


gctcacaaat 


1620 


gatggctcag 


acattcattc 


tgctgtgctc 


tccacaatta 


gaaaactaga 


ggatggatat 


1680 


tttggaggag 


ccagagtaaa 


attagggaac 


ctttcggaat 


ttctcaccac 


atcgttctac 


1740 


acatatctga 


cttttctgga 


tccagactgt 


gatgagaagt 


tgtttgacaa 


tgccagcgaa 


1800 


gggactttca 


gtcctgatag 


tgattcagat 


ttggtaggat 


atctggaaga 


cacctgtaat 


1860 


caagaaagcc 


aagacgaact 


tgaccattat 


atcaaccacc 


ttctgcaaag 


cacatcgttg 


1920 


aggtcctatc 


tgcctcctct 


ttgtaagaac 


acagaagacc 


gccatgtctt 


cagtgctatc 


1980 


cactccacgc 


gggacatact 


ttctgtgatg 


gcaaaagcaa 


agggtttgga 


agttccattt 


2040 


gttcccatga 


ctttgccgac 


taaagttcta 


agtgcccacc 


gtaaatcact 


gaatcttgtt 


2100 


gattctcctc 


agccactcct 


agaaaaggtt 


cctgaaagtg 


actttcagtg 


gcccagagat 


2160 


gaccatggtg 


acgtggactg 


tgagaagctg 


gttgagcagc 


taaaagattg 


ttcgaaccta 


2220 


caggaccaag 


cagacattct 


gtacattctt 


tatgtcataa 


agggtcccag 


ctgggacaca 


2280 


aatctctctg 


gacagcacgg 


ggtcaccgtt 


caaaaccttc 


ttggtgagct 


ctatgggaaa 


2340 


gccggcttga 


accaggagtg 


gggtctgatt 


cgctacatct 


caggccttct 


caggaagaaa 


2400 


gtggaggtcc 


tggctgaggc 


ctgcacagac 


ctgctttcgc 


accagaagca 


gctcaccgtg 


2460 


ggcctgccgc 


ccgagccccg 


ggagaagatc 


atctctgcgc 


cccttccccc 


agaggagctc 


2520 


acaaaactca 


tctacgaggc 


cagtgggcag 


gacatcagca 


ttgccgtcct 


cacgcaggag 


2580 


attgtggttt 


acctggccat 


gtatgtcagg 


gcgcagccca 


gcctctttgt 


ggagatgctg 


2640 


agactccgga 


ttggactgat 


cattcaggtg 


atggccacgg 


agctggcacg 


gagcctgaac 


2700 


tgctcaggag 


aagaggcttc 


tgaaagtttg 


atgaacctca 


gccctttcga 


tatgaaaaat 


2760 


ctcctgcacc 


atattctaag 


tgggaaagag 


tttggcgttg 


aaagaagtgt 


gcgccctatc 


2820 


cactcctcca 


catccagccc 


taccatctcc 


atccacgagg 


tgggccatac 


cggagtcacc 


2880 


aaaactgaga 


ggagtggcat 


taacagactg 


aggagtgaaa 


tgaaacagat 


gactaggcgg 


2940 


tttagtgctg 


atgaacagtt 


cttttctgtg 


ggccaggccg 


cgtccagcag 


tgcgcattcc 


3000 


tccaagtctg 


cgaggtccag 


caccccatcc 


tcgcccactg 


gcacgtcatc 


ctcagactcg 


3060 


ggaggacatc 


acatcggctg 


gggtgagcgg 


cagggccagt 


ggctgcgcag 


gagaaggctg 


3120 
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gatggggcca tcaacagggt ccccgtggga ttctaccaga gggtgtggaa gatcctccag 3180 

aagtgccacg gtctctccat cgatggttat gtcctcccat cctcgacgac ccgagagatg 3240 

accccgcatg agatcaagtt tgctgtccat gtcgaatcgg tgctgaaccg cgtgccgcag 3300 

cccgagtacc ggcagctgct ggtggaagcc atcatggtgc tgacgctgct ctcggacacg 3360 

gagatgacca gcatcggggg catcatccac gtggaccaga tcgtgcagat ggccagtcag 3420 

ctgttcttgc aggaccaggt gtcaattggt gccatggaca ccctggagaa agaccaagcc 3480 

acaggaatct gccacttctt ttatgacagc gctccgagtg gggcttatgg gacgatgacc 3540 

tacctaacaa gagcagtggc ttcttatttg caggaattgt tgcccaattc gggctgccag 3600 

atgcaa 3606 



<210> 10 

<211> 1202 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Met Arg Ser Arg Ser Asn Ser Gly Val Arg Leu Asp Gly Tyr Ala Arg 
1 5 10 15 



Leu Val Gin Gin Thr lie Leu Cys Tyr Gin Asn Pro Val Thr Gly Leu 
20 25 30 



Leu Ser Ala Ser His Glu Gin Lys Asp Ala Trp Val Arg Asp Asn lie 
35 40 45 



Tyr Ser lie Leu Ala Val Trp Gly Leu Gly Met Ala Tyr Arg Lys Asn 
50 55 60 



Ala Asp Arg Asp Glu Asp Lys Ala Lys Ala Tyr Glu Leu Glu Gin Asn 
65 70 75 80 



Val Val Lys Leu Met Arg Gly Leu Leu Gin Cys Met Met Arg Gin Val 
85 90 95 



Ala Lys Val Glu Lys Phe Lys His Thr Gin Ser Thr Lys Asp Ser Leu 
100 105 110 



His Ala Lys Tyr Asn Thr Ala Thr Cys Gly Thr Val Val Gly Asp Asp 
115 120 125 
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Gin Trp Gly His Leu Gin Val Asp Ala Thr Ser Leu Phe Leu Leu Phe 
130 135 140 



Leu Ala Gin Met Thr Ala Ser Gly Leu Arg lie lie Phe Thr Leu Asp 
145 150 155 160 



Glu Val Ala Phe He Gin Asn Leu Val Phe Tyr He Glu Ala Ala Tyr 
165 170 175 



Lys Val Ala Asp Tyr Gly Met Trp Glu Arg Gly Asp Lys Thr Asn Gin 
180 185 190 



Gly He Pro Glu Leu Asn Ala Ser Ser Val Gly Met Ala Lys Ser He 
195 200 205 



Leu Phe Ser Met Leu Pro Arg Ala Ser Thr Ser Lys Glu lie Asp Ala 
210 215 220 



Gly Leu Leu Ser He lie Ser Phe Pro Ala Phe Ala Val Glu Asp Val 
225 230 235 240 



Asn Leu Val Asn Val Thr Lys Asn Glu He He Ser Lys Leu Gin Gly 
245 250 255 



Arg Tyr Gly Cys Cys Arg Phe Leu Arg Asp Gly Tyr Lys Thr Pro Arg 
260 265 270 



Glu Asp Pro Asn Arg Leu His Tyr Asp Pro Ala Glu Leu Lys Leu Phe 
275 280 285 



Glu Asn He Glu Cys Glu Trp Pro Val Phe Trp Thr Tyr Phe lie lie 
290 295 300 



Asp Gly Val Phe Ser Gly Asp Ala Val Gin Val Gin Glu Tyr Arg Glu 
305 310 315 320 



Ala Leu Glu Gly He Leu He Arg Gly Lys Asn Gly lie Arg Leu Val 
325 330 335 



Pro Glu Leu Tyr Ala Val Pro Pro Asn. Lys Val Asp Glu Glu Tyr Lys 
340 345 350 
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Asn Pro His Thr Val Asp Arg Val Pro Met Gly Lys Val Pro His Leu 
355 360 365 



Trp Gly Gin Ser Leu Tyr lie Leu Ser Ser Leu Leu Ala Glu Gly Phe 
370 375 380 



Leu Ala Ala Gly Glu lie Asp Pro Leu Asn Arg Arg Phe Ser Thr Ser 
385 390 395 400 



Val Lys Pro Asp Val Val Val Gin Val Thr Val Leu Ala Glu Asn Asn 
405 410 415 



His lie Lys Asp Leu Leu Arg Lys His Gly Val Asn Val Gin Ser lie 
420 425 430 



Ala Asp lie His Pro lie Gin Val Gin Pro Gly Arg lie Leu Ser His 
435 440 445 



lie Tyr Ala Lys Leu Gly Arg Asn Lys Asn Met Asn Leu Ser Gly Arg 
450 455 460 



Pro Tyr Arg His lie Gly Val Leu Gly Thr Ser Lys Leu Tyr Val lie 
465 470 475 480 



Arg Asn Gin lie Phe Thr Phe Thr Pro Gin Phe Thr Asp Gin His His 
485 490 495 



Phe Tyr Leu Ala Leu Asp Asn Glu Met lie Val Glu Met Leu Arg lie 
500 505 510 



Glu Leu Ala Tyr Leu Cys Thr Cys Trp Arg Met Thr Gly Arg Pro Thr 
515 520 525 



Leu Thr Phe Pro lie Ser Arg Thr Met Leu Thr Asn Asp Gly Ser Asp 
530 535 540 



lie His Ser Ala Val Leu Ser Thr lie Arg Lys Leu Glu Asp Gly Tyr 
545 550 555 560 



Phe Gly Gly Ala Arg Val Lys Leu Gly Asn Leu Ser Glu Phe Leu Thr 
565 570 575 
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Thr Ser Phe Tyr Thr Tyr Leu Thr Phe Leu Asp Pro Asp Cys Asp Glu 
580 585 590 



Lys Leu Phe Asp Asn Ala Ser Glu Gly Thr Phe Ser Pro Asp Ser Asp 
595 600 605 



Ser Asp Leu Val Gly Tyr Leu Glu Asp Thr Cys Asn Gin Glu Ser Gin 
610 615 620 



Asp Glu Leu Asp His Tyr lie Asn His Leu Leu Gin Ser Thr Ser Leu 
625 630 635 640 



Arg Ser Tyr Leu Pro Pro Leu Cys Lys Asn Thr Glu Asp Arg His Val 
645 650 655 



Phe Ser Ala lie His Ser Thr Arg Asp lie Leu Ser Val Met Ala Lys 
660 665 670 



Ala Lys Gly Leu Glu Val Pro Phe Val Pro Met Thr Leu Pro Thr Lys 
675 680 685 



Val Leu Ser Ala His Arg Lys Ser Leu Asn Leu Val Asp Ser Pro Gin 
690 695 700 



Pro Leu Leu Glu Lys Val Pro Glu Ser Asp Phe Gin Trp Pro Arg Asp 
705 710 715 720 



Asp His Gly Asp Val Asp Cys Glu Lys Leu Val Glu Gin Leu Lys Asp 
725 730 735 



Cys Ser Asn Leu Gin Asp Gin Ala Asp lie Leu Tyr lie Leu Tyr Val 
740 745 750 



lie Lys Gly Pro Ser Trp Asp Thr Asn Leu Ser Gly Gin His Gly Val 
755 760 765 



Thr Val Gin Asn Leu Leu Gly Glu Leu Tyr Gly Lys Ala Gly Leu Asn 
770 775 780 



Gin Glu Trp Gly Leu lie Arg Tyr lie Ser Gly Leu Leu Arg Lys Lys 
785 790 795 800 
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Val Glu Val Leu Ala Glu Ala Cys Thr Asp Leu Leu Ser His Gin Lys 
805 810 815 



Gin Leu Thr Val Gly Leu Pro Pro Glu Pro Arg Glu Lys lie lie Ser 
820 825 830 



Ala Pro Leu Pro Pro Glu Glu Leu Thr Lys Leu lie Tyr Glu Ala Ser 
835 840 845 



Gly Gin Asp He Ser He Ala Val Leu Thr Gin Glu He Val Val Tyr 
850 855 860 



Leu Ala Met Tyr Val Arg Ala Gin Pro Ser Leu Phe Val Glu Met Leu 
865 870 875 880 



Arg Leu Arg He Gly Leu He He Gin Val Met Ala Thr Glu Leu Ala 
885 890 895 



Arg Ser Leu Asn Cys Ser Gly Glu Glu Ala Ser Glu Ser Leu Met Asn 
900 905 910 



Leu Ser Pro Phe Asp Met Lys Asn Leu Leu His His He Leu Ser Gly 
915 920 925 



Lys Glu Phe Gly Val Glu Arg Ser Val Arg Pro He His Ser Ser Thr 
930 935 940 



Ser Ser Pro Thr He Ser lie His Glu Val Gly His Thr Gly Val Thr 
945 950 955 960 



Lys Thr Glu Arg Ser Gly He Asn Arg Leu Arg Ser Glu Met Lys Gin 
965 970 975 



Met Thr Arg Arg Phe Ser Ala Asp Glu Gin Phe Phe Ser Val Gly Gin 
980 985 990 



Ala Ala Ser Ser Ser Ala His Ser Ser Lys Ser Ala Arg Ser Ser Thr 
995 1000 1005 



Pro Ser Ser Pro Thr Gly Thr Ser Ser Ser Asp Ser Gly Gly His 
1010 1015 1020 
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His lie Gly Trp Gly Glu Arg Gin Gly Gin Trp Leu Arg Arg Arg 
1025 1030 1035 



Arg Leu Asp Gly Ala lie Asn Arg Val Pro Val Gly Phe Tyr Gin 
1040 1045 1050 



Arg Val Trp Lys lie Leu Gin Lys Cys His Gly Leu Ser lie Asp 
1055 1060 1065 



Gly Tyr Val Leu Pro Ser Ser Thr Thr Arg Glu Met Thr Pro His 
1070 1075 1080 



Glu lie Lys Phe Ala Val His Val Glu Ser Val Leu Asn Arg Val 
1085 1090 1095 



Pro Gin Pro Glu Tyr Arg Gin Leu Leu Val Glu Ala lie Met Val 
1100 1105 1110 



Leu Thr Leu Leu Ser Asp Thr Glu Met Thr Ser lie Gly Gly lie 
1115 1120 1125 



He His Val Asp Gin He Val Gin Met Ala Ser Gin Leu Phe Leu 
1130 1135 1140 



Gin Asp Gin Val Ser He Gly Ala Met Asp Thr Leu Glu Lys Asp 
1145 1150 1155 



Gin Ala Thr Gly He Cys His Phe Phe Tyr Asp Ser Ala Pro Ser 
1160 1165 1170 



Gly Ala Tyr Gly Thr Met Thr Tyr Leu Thr Arg Ala Val Ala Ser 
1175 1180 1185 



Tyr Leu Gin Glu Leu Leu Pro Asn Ser Gly Cys Gin Met Gin 
1190 1195 1200 



<210> 11 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 11 

gaaagaagtg aggtccagca 



-27- 



I 



<210> 12 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 12 

tacaccccag caaatgatgg 20 



<210> 13 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 13 

accatgctca gtaactccag 20 

<210> 14 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 14 

ttttccttag caaatgatgg 20 

<210> 15 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 15 

atggtgttga tgaaaatgtt 20 



<210> 16 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 16 

aatggccaag tctattctgt 20 



<210> 17 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 17 

Gly Val Glu Arg Ser Glu Val Gin His Pro 
15 10 



-28- 



<210> 18 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Thr Phe Thr Pro Gin Gin Met Met Ala Gin 
15 10 



<210> 19 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 19 

Ser Arg Thr Met Leu Ser Asn Ser Arg Asp 
15 10 



<210> 20 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 20 

Phe Phe Ser Leu Ala Asn Asp Gly Ser Gly 
15 10 



<210> 21 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 21 

Val Gly Met Ala Lys Ser lie Leu Phe Ser 
15 10 



<210> 22 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 22 

gaaagtttga tgaacctcag ccctttcg 



<210> 23 
<211> 28 



<212> 
<213> 



DNA 



Homo sapiens 



<400> 23 

aaacttgatc tcatgcgggg tcatctct 



28 



<210> 24 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 24 

agagtatcgc ggacattcat ccaattca 28 



<210> 25 

<211> 27 

<212> DNA 

<213> Homo sapiens 



<210> 26 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 26 

ataacatcta cagtatcctg gccgtgtg 28 



<210> 27 

<211> 28 

<212> DNA 

<213> Homo sapiens 



<210> 28 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 28 

atgcggagca ggagcaattc cggggtc 27 



<210> 29 

<211> 28 

<212> DNA 

<213> Homo sapiens 



<400> 25 

acgatgtggt gagaaattcc gaaaggt 



27 



<400> 27 

tgaacagcat caccactgaa gactccat 



28 



-30- 



<400> 29 

ccccagccga tgtgatgtcc tcccgagt 



<210> 30 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 30 

gttttctaat tgtggagagc 



<210> 31 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 31 

aacatttgta agagcccaaa 

<210> 32 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 32 

atggtgttga tgaaaatgtt 



<210> 33 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 33 

ttgcatctgg cagcccgaat 



<210> 34 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 34 

ttgcatctgg cagcccgaat 



acagcaga 



ccacccct 



tcagtgca 



tgggcaac 



tgggcaac 



